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Welcome to DNAGedcom

Who am |

AJust a guy who enjoys Genealogy and Computers

ABeen working with DNA and Genealogy tools since
2011

AOne of the Cofounders of DNAAdoption
AAdoptee and Brick Wall advocate
AComputer Programmer

ALong time IT server/network experience

AWorked at Nasdaq with Big Data before Big Data was a
word
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Why | do this

AMy wife is an adoptee
AHer mom asked me to help her find her birth family

APart of a small innovate Yahoo Group where | saw
the need to make getting data easy

Al believe your data is your data
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GENE TOONS by Wendell Washer

Researching
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AYou have LOTS of data

AHow do you gather it
Into a useful format

AHow do you quickly
research this
Information

AHow do you share what

you want (and not _
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DNAGedcom

ACreated to help more easily gather information
AHelps you break through Brick Walls
AAggregator of Data

AFormat your data to help you better understand it
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ADouble number of users each year

ADoubling the number of servers and doubling size
of application server

AServer Costs have Grown Faster
ASupport time and effort have grown even faster
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X Primers

(i DNAGEDCOM et GEDMatch

GED:

match

Tools to work with your Tools to work with your
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U Match Information isnot Raw DNA
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DNAGEDCOM TO THE RESCUE

HOME OF THE POWER TOOLS

Gather (1
Information = f

)

Process Information

Analyze
kﬁ.’ Information
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U Match Information
A Name
A Contact
A Tree
A More

U DNA Information

A Shared Segments
A ICW or Shared Matches
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xt NPOSaa al 0OKQ3
U Puts Information In
format for analysis

U Manual Steps

U DNA
AFiles for analysis

U Trees
APrepare Analysis Tool
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U DNA
A Triangulation paty i
oroups -t
A ICW/Shared
Matches <orin  Richard
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ANames
APlaces

ADates
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X Tools

U DNAGEDCOM Client
(i Match-O-Matic
U Ancestry Uploader

U Upload GedMatch
23andMe and FTDN

U JWORKS
U KWORKS
U ADSA

U GWORKS

Different toolsftorddifferent tasks =




240
3{«* Welcome to DNAGedcom

X Analyze Information

GWorks (Gedcom) ' Members

_—

KWORKS/\]WORK&S Upload Gedcom Files
. ) Manage Tree Files
Match-O-Matic Files T
ADSA View Surname Occurrences
Compare all your Trees
GWORKS pare all

View Trees

x Get Help -

U How To Guides
U DNAGEDCOM Users FB Group

Classic ADSA -

i e e

M

Chromosome to Graph (1-22, X, or blank=all) Base Pairs: [ ‘ to [ J
Minimum Segment Length in cM (blanks=10)
500 Minimum SNPs in a segment Display raw data in a table so it can be copied to a spreadsheet [7]
500 Width of segment graph in pixels (Do not check if you want full formatting)

A120223 Richard Paul Weiss ~ | [REQUIRED] Kit number of the data to be used to construct the report.

Please be patient after clicking on the GET REPORT button. It can take a minute or more to to complete processing. GET REPORT |
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x Analyze with KWORKS or JWORKS

0

DNA

A Overlapping Segmeni3ata

A ICW Matrix
A Match / Contact Info

1 JWorks v0.511

Click me to run JWorks

**DONATE PLEASE**
We are volunteers but need money for computer expense. Please donate through PAYPAL. Our account name is moodle@dnagedcon

2

3

4

5

6 |Every penny goes to this expense. You can see we put it to good use!
7
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9

www.DNAAdoption.com
www. DNAAdontion.com IWorks version 0510 beta X

www DNAGedcom.com

Enter Kit no.:

Select the ICW File: | Choose File | No file chosen

Select the Segment CSV file: Choose File | No file chosen
(or Chromosome Browser File)

Parameters in Base Pairs (leave these as the defaults initially)

Number of BPs for a match: 100000
Number of BPs in an overlap: 30000

Number of BPs for next group: 1000000

U ldentify Triangulation Groups

x Get Help

u

u

Troubleshooting Guide

DNAGEDCOM Users FB

Welcome Richard Weiss! Log Out

GWorks (Gedcom) Members

23andMe | Autosomal Tools

Home | Information DNA Kits Family Tree DNA

with grid from your family

e

hromosome b

T

the chromosome E

Other columns wi

For full directions and troubleshooting help.

For more information on combining results.
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x Analyze with KWORKS or JWORKS
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X Analyze W|th ADS(Atosomal DNA Segment Analyzer)

U DNA(FTDNA, 23andM&EDMatch
A Overlapping Segment Data@raph
AICW Matrix
A Match / Contact Info

U ldentify Triangulation Groups

x Get Help

u ADSA Manual
U DNAGEDCOM EFB User Group

PLEASE READ THE ADSA MANUAL for step-by-step instructions for using the tool and a section on troubleshooting problems you may encounter.
If you just want to get started without a lot of reading, you can follow the steps in the Family Tree DNA Quick Start Guide or the GEDMATCH
Quick Start Guide. There are also special instructions for people with Ashkenazi ancestry. If you wish, you may still run the older version of ADSA

(Version 1) from files. Please direct questions and comments to Don Worth at worth@ucla.edu.
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